Following DSB induction, macroH2A is deposited, H4 is phosphorylated on Serine 1 and H2B undergoes a switch from ubiquitination to acetylation on lysine 120. At DSBs repaired by NHEJ, this is accompanied by an increase of H4 monomethylation on lysine 20 and H3 trimethylation on lysine 36. At DSB repaired by HR, which mainly reside in transcriptionally active chromatin, these chromatin changes are also associated with the demethylation of H3K79me2, deacetylation of H4 and H2AZ removal, all previously known to crosstalk with H2BK120 monoubiquitination. HRprone DSBs also experience an acute, large-scale chromatin signaling with accumulation of γH2AX and ubiquitin conjugates, depletion of histone H1, and 53BP1 binding. While γH2AX signaling occurs at all cell cycle phase, 53BP1 mainly accumulates at HR-prone DSBs during G1. Such modifications on the megabase scale likely alters chromatin fiber properties to be translated into changes in chromatin mobility within the nucleus. This could potentially favor homology search and/or clustering, features of HR-prone DSBs. Conflicting. Independently found as increased and decreased Deacteylation contribute to RPA, BRCA1 and 53BP1 recruitment/ Deacetylation proposed to promote NHEJ/ Reacetylation proposed to be required for checkpoint recovery after repair [2, 65, [69] [70] [71] [72] [73] ChIP-seq in human cells [31, 74] 
